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Input Set: 



Output Set: 



Started: 2009-10-14 22:29:59.974 
Finished: 2009-10-14 22:30:04.844 

Elapsed: 0 hr(s) 0 min(s) 4 sec(s) 870 ms 
Total Warnings: 21 
Total Errors: 0 
No. of SeqIDs Defined: 43 
Actual SeqID Count: 43 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 



Input Set: 



Output Set: 



Started: 2009-10-14 22:29:59.974 

Finished: 2009-10-14 22:30:04.844 

Elapsed: O hr(s) 0 min(s) 4 sec(s) 870 ms 

Total Warnings: 21 

Total Errors: 0 

No. of SeqIDs Defined: 43 

Actual SeqID Count: 43 

Error code Error Description 

This error has occured more than 20 times, will not be displayed 



SEQUENCE LISTING 



<110> MORPHOSYS AG 

<12 0> ANTI-CD38 HUMAN ANTIBODIES AND USES THEREFOR 

<130> 00361-8035. USOO 

<140> 10588568 
<141> 2009-10-14 



<150> 60/541, 911 
<151> 2004-02-06 

<150> 60/547,584 
<151> 2004-02-26 

<150> 60/553, 943 
<151> 2004-03-18 

<150> 60/599,014 
<151> 2004-08-06 

<150> 60/614, 471 
<151> 2004-10-01 

<160> 43 

<170> PatentIn Ver. 3.3 

<210> 1 

<211> 363 

<212> DNA 

<213> Homo sapiens 

cgggcgcgag cgtgaaagtg 60 

ttaattgggt ccgccaagcc 120 
atcgtggcaa tacgaattac 180 
ccagcattag caccgcgtat 240 
attattgcgc gcgtgagtat 300 
gcaccctggt gacggttagc 3 60 

363 



<400> 1 

caggtgcaat 

agctgcaaag 

cctgggcagg 

gcgcagaagt 

atggaactga 

atttatttta 

tea 



tggttcagag 

cctccggata 
gt ctcgagtg 
tt cagggccg 
gcagcctgcg 
tt catggtat 



cggcgcggaa 

t acct tt act 
gatgggctat 
ggt gaccatg 
t agcgaagat 
gcttgatttt 



gt gaaaaaac 
tcttattcta 
at cgat ccga 
acccgtgata 
acggccgt gt 
tggggccaag 



<210> 2 
<211> 366 

<212> DNA 

<213> Homo sapiens 

cgggcggcag cctgcgtctg 60 
tgcattgggt gcgccaagcc 120 
atggtagctg gacctattat 180 

attcgaaaaa caccctgtat 240 
attattgcgc gcgtcgttat 300 



<400> 2 
caggtgcaat 
agctgcgcgg 
cctgggaagg 

gcggatagcg 
ctgcaaatga 



tggtggaaag 
cctccggatt 
gt ctcgagtg 

tgaaaggccg 
acagcctgcg 



cggcggcggc 
taccttttct 
ggt gagcaat 

ttttaccatt 
tgcggaagat 



ctggtgcaac 
aattatggta 
atccgttctg 

tcacgt gata 
acggccgt gt 



tggtctaagt ctcatgcttc tgttactgat tattggggcc aaggcaccct ggtgacggtt 360 
agctca 366 



<210> 3 

<211> 366 

<212> DNA 

<213> Homo sapiens 



<400> 3 

caggtgcaat tggtggaaag cggcggcggc ctggtgcaac cgggcggcag cctgcgtctg 60 

agctgcgcgg cctccggatt taccttttct tcttatggta tgcattgggt gcgccaagcc 120 

cctgggaagg gtctcgagtg ggtgagcaat atctattctg atggtagcaa taccttttat 180 

gcggatagcg tgaaaggccg ttttaccatt tcacgtgata attcgaaaaa caccctgtat 240 

ctgcaaatga acagcctgcg tgcggaagat acggccgtgt attattgcgc gcgtaatatg 300 

tatcgttggc cttttcatta tttttttgat tattggggcc aaggcaccct ggtgacggtt 360 

agctca 366 



<210> 4 
<211> 357 

<212> DNA 

<213> Homo sapiens 



<400> 4 

caggtgcaat tggtggaaag cggcggcggc ctggtgcaac cgggcggcag cctgcgtctg 60 

agctgcgcgg cctccggatt taccttttct tctaatggta tgtcttgggt gcgccaagcc 120 

cctgggaagg gtctcgagtg ggtgagcaat atctcttatc tttctagctc tacctattat 180 

gcggatagcg tgaaaggccg ttttaccatt tcacgtgata attcgaaaaa caccctgtat 240 

ctgcaaatga acagcctgcg tgcggaagat acggccgtgt attattgcgc gcgtttttat 300 

ggttatttta attatgctga tgtttggggc caaggcaccc tggtgacggt tagctca 357 



<210> 5 
<211> 121 
<212> PRT 

<213> Homo sapiens 

<400> 5 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Ser lie Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Tyr lie Asp Pro Asn Arg Gly Asn Thr Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser lie Ser Thr Ala Tyr 
65 70 75 80 



Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



Ala Arg Glu Tyr lie Tyr Phe lie His Gly Met Leu Asp Phe Trp Gly 
100 105 110 

Gin Gly Thr Leu Val Thr Val Ser Ser 

115 120 



<210> 6 
<211> 122 
<212> PRT 

<213> Homo sapiens 

<400> 6 

Gin Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Asn lie Arg Ser Asp Gly Ser Trp Thr Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Arg Tyr Trp Ser Lys Ser His Ala Ser Val Thr Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 7 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Gin Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Asn lie Tyr Ser Asp Gly Ser Asn Thr Phe Tyr Ala Asp Ser Val 
50 55 60 



Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 



65 



70 



75 



80 



Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Met Tyr Arg Trp Pro Phe His Tyr Phe Phe Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 

115 120 



<210> 8 
<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Gin Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Asn lie Ser Tyr Leu Ser Ser Ser Thr Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Phe Tyr Gly Tyr Phe Asn Tyr Ala Asp Val Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 



<210> 9 
<211> 342 
<212> DNA 

<213> Homo sapiens 

<400> 9 

gatatcgtga tgacccagag cccactgagc ctgccagtga ctccgggcga gcctgcgagc 60 
attagctgca gaagcagcca aagcctgctt tttattgatg gcaataatta tctgaattgg 120 
taccttcaaa aaccaggtca aagcccgcag ctattaattt atcttggttc taatcgtgcc 180 
agtggggtcc cggatcgttt tagcggctct ggatccggca ccgattttac cctgaaaatt 240 
agccgtgtgg aagctgaaga cgtgggcgtg tattattgcc agcagtattc ttctaagtct 300 
gctacctttg gccagggtac gaaagttgaa attaaacgta eg 342 



<210> 10 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<400> 10 

gatatccaga tgacccagag cccgtctagc ctgagcgcga gcgtgggtga tcgtgtgacc 60 

attacctgca gagcgagcca ggatatttct gcttttctga attggtacca gcagaaacca 120 

ggtaaagcac cgaaactatt aatttataag gtttctaatt tgcaaagcgg ggtcccgtcc 180 

cgttttagcg gctctggatc cggcactgat tttaccctga ccattagcag cctgcaacct 240 

gaagactttg cgacttatta ttgccagcag gcttattctg gttctattac ctttggccag 300 

ggtacgaaag ttgaaattaa acgtacg 327 



<210> 11 

<211> 324 

<212> DNA 

<213> Homo sapiens 

caggtcagac cgcgcgtatc 60 
ggtaccagca gaaacccggg 120 
cctcaggcat cccggaacgc 180 
ttagcggcac tcaggcggaa 240 
attttgtgtt tggcggcggc 300 

324 



<400> 11 
gatatcgaac 
t cgtgtagcg 
caggcgccag 
tttagcggat 
gacgaagcgg 
acgaagttaa 



tgacccagcc 

gcgataatat 
ttgttgtgat 
ccaacagcgg 
attattattg 
ccgttcttgg 



gccttcagtg 
tggtaataag 
ttatggtgat 
caacaccgcg 
ctcttcttat 
ccag 



agcgttgcac 

tatgtttctt 
aataat cgtc 
accctgacca 
gattcttctt 



<210> 12 

<211> 327 

<212> DNA 

<213> Homo sapiens 



60 

120 

180 

240 

300 

327 



<400> 12 
gat at cgaac 

t cgtgtagcg 
caggcgccag 
tttagcggat 
gacgaagcgg 
ggcacgaagt 



tgacccagcc 

gcgataatat 
ttcttgtgat 
ccaacagcgg 
attattattg 
taaccgtt ct 



gccttcagtg 
tggtcattat 
ttatcgtgat 
caacaccgcg 
ccagt cttat 
tggccag 



agcgttgcac 

tatgcttctt 
aatgat cgtc 
accctgacca 
gattatcttc 



caggtcagac 
ggtaccagca 
cctcaggcat 
ttagcggcac 
atgattttgt 



cgcgcgtatc 
gaaacccggg 
cccggaacgc 
tcaggcggaa 
gtttggcggc 



<210> 13 
<211> 114 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Asp lie Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Leu Phe lie 
20 25 30 

Asp Gly Asn Asn Tyr Leu Asn Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 



Pro Gin Leu Leu lie Tyr Leu Gly Ser Asn Arg Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Gin Gin Tyr 
85 90 95 

Ser Ser Lys Ser Ala Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys 
100 105 110 

Arg Thr 



<210> 14 

<211> 109 
<212> PRT 

<213> Homo sapiens 

<400> 14 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 

Asp Arg Val Thr lie Thr Cys Arg Ala Ser Gin Asp lie Ser Ala Phe 
20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 
35 40 45 

Tyr Lys Val Ser Asn Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ala Tyr Ser Gly Ser lie 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr 
100 105 



<210> 15 
<211> 108 
<212> PRT 

<213> Homo sapiens 

<400> 15 

Asp lie Glu Leu Thr Gin Pro Pro Ser Val Ser Val Ala Pro Gly Gin 
15 10 15 

Thr Ala Arg lie Ser Cys Ser Gly Asp Asn lie Gly Asn Lys Tyr Val 
20 25 30 



Ser Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Val Val Val lie Tyr 



35 



40 



45 



Gly Asp Asn Asn Arg Pro Ser Gly lie Pro Glu Arg Phe Ser Gly Ser 
50 55 60 

Asn Ser Gly Asn Thr Ala Thr Leu Thr lie Ser Gly Thr Gin Ala Glu 
65 70 75 80 

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Asp Ser Ser Tyr Phe Val 
85 90 95 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gin 
100 105 



<210> 16 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Asp lie Glu Leu Thr Gin Pro Pro Ser Val Ser Val Ala Pro Gly Gin 
15 10 15 

Thr Ala Arg lie Ser Cys Ser Gly Asp Asn lie Gly His Tyr Tyr Ala 
20 25 30 

Ser Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Val Leu Val lie Tyr 
35 40 45 

Arg Asp Asn Asp Arg Pro Ser Gly lie Pro Glu Arg Phe Ser Gly Ser 
50 55 60 

Asn Ser Gly Asn Thr Ala Thr Leu Thr lie Ser Gly Thr Gin Ala Glu 
65 70 75 80 

Asp Glu Ala Asp Tyr Tyr Cys Gin Ser Tyr Asp Tyr Leu His Asp Phe 
85 90 95 

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gin 
100 105 



<210> 17 
<211> 120 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
consensus sequence 

<400> 17 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 



Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 



20 



25 



30 



Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 

35 40 45 

Gly Trp lie Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gin Lys Phe 

50 55 60 

Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser lie Ser Thr Ala Tyr 

65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

Ala Arg Trp Gly Gly Asp Gly Phe Tyr Ala Met Asp Tyr Trp Gly Gin 

100 105 110 

Gly Thr Leu Val Thr Val Ser Ser 

115 120 



<210> 18 
<211> 120 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
consensus sequence 

<400> 18 

Gin Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Ala Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Ala lie Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Gly Gly Asp Gly Phe Tyr Ala Met Asp Tyr Trp Gly Gin 
100 105 110 

Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 19 



<211> 107 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
consensus sequence 

<400> 19 

Ser Tyr Glu Leu Thr Gin Pro Pro Ser Val Ser Val Ala Pro Gly Gin 
15 10 15 

Thr Ala Arg lie Ser Cys Ser Gly Asp Ala Leu Gly Asp Lys Tyr Ala 
20 25 30 

Ser Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Val Leu Val lie Tyr 
35 40 45 

Asp Asp Ser Asp Arg Pro Ser Gly lie Pro Glu Arg Phe Ser Gly Ser 
50 55 60 

Asn Ser Gly Asn Thr Ala Thr Leu Thr lie Ser Gly Thr Gin Ala Glu 
65 70 75 80 

Asp Glu Ala Asp Tyr Tyr Cys Gin Gin His Tyr Thr Thr Pro Pro Val 
85 90 95 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly 
100 105 



<210> 20 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
consensus sequence 

<400> 20 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 

Asp Arg Val Thr lie Thr Cys Arg Ala Ser Gin Gly lie Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 
35 40 45 

Tyr Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro 
65 70 75 80 



Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin His Tyr Thr Thr Pro Pro 



85 90 

Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg 
100 105 



<210> 21 
<211> 113 
<212> PRT 
<213> Artifici 



